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PERSONAL DETAILS

Contact details

Nationality: Greek

Place & date of birth: Thessaloniki, Greece, 1975

Office Tel.: 0030-2410-565289

Email: amoutzias@bio.uth.gr

Dept. Webpage:

https://bio.uth.gr/en/professors-en/amoutzias-grigorios-en/

Laboratory Webpage:

http://bioinf.bio.uth.gr/

Scopus author profile:

https://www.scopus.com/authid/detail.uri?authorId=20733668700

Google Scholar author profile:

https://scholar.google.gr/citations?user=3kEqBHwAAAAJ&hl=el&oi=ao

https://scholar.google.gr/citations?user=3kEqBHwAAAAJ&hl=el&oi=ao
https://www.scopus.com/authid/detail.uri?authorId=20733668700
http://bioinf.bio.uth.gr/
https://bio.uth.gr/en/professors-en/amoutzias-grigorios-en/
mailto:amoutzias@bio.uth.gr
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ACADEMIC CAREER

Faculty/Research Positions

 August  2019  –  present:  Associate  Professor  of Bioinformatics  with  emphasis  in

Microbiology, Department of Biochemistry and Biotechnology, University of Thessaly,

Greece. Elected in April 2019.

 January 2014 – August 2019: Assistant Professor of Bioinformatics in Genomics,

Department of Biochemistry and Biotechnology, University of Thessaly, Greece.

 July 2010 – January 2014: Lecturer of Bioinformatics in Genomics, Department of

Biochemistry and Biotechnology, University of Thessaly, Greece.

 February 2010 – June 2010: Postdoctoral researcher at the Systems Biology group

of Prof.  Stephen G. Oliver, Department of Biochemistry, University of Cambridge,

UK.

 February 2008 – January 2010: EMBO long term fellow at Prof. Yves Van de Peer’s

group, at the Bioinformatics and Evolutionary Genomics Group, Department of Plant

Systems Biology, UGent & VIB, Gent, Belgium.

 July  2007  –  January  2008:  Postdoctoral  researcher  at  the  Bioinformatics  and

Evolutionary  Genomics  Group  of  Prof.  Yves  Van  de  Peer,  Department  of  Plant

Systems Biology, UGent & VIB, Gent, Belgium.

 April 2007 – July 2007: Visiting scientist at the Bioinformatics group of Dr. Christos

Ouzounis, Institute of Agrobiotechnology, INA, EKETA, Thessaloniki, Greece.

 October 2005 - March 2007: First assistant at the Bioinformatics group of Prof. Marc

Robinson-Rechavi, Department of Ecology and Evolution, Faculty of Medicine and

Biology, University of Lausanne, Switzerland.

 March 2004 – September 2004. CASE (AstraZeneca) funded PhD placement in text

mining, at the Pathways group of Dr David De Graaf, in the pharmaceutical company

AstraZeneca PLC, Macclessfield, UK and Waltham, MA, USA.
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Education

 2001-2005:  PhD  in  Bioinformatics,  Manchester  University,  UK.  Supervisor:  Prof

Stephen G. Oliver. 

 2000-2001: MRes in Bioinformatics (with Distinction), Leeds University, UK

 1998-1999:  Exchange  student  with  Erasmus/Socrates  programme,  Queen’s

University of Belfast, UK.

 1994-1999: BSc in Biology, Aristotle University of Thessaloniki, Greece.

 Mathematical  modelling:  3  weeks  training  (July  -  August  2012)  in  principles  of

Metabolic Simulations with Flux Balance Analysis in the group of Prof. Stephen G.

Oliver, Department of Biochemistry, University of Cambridge, UK.

Awards-scholarships-distinctions

 2008 – 2010: EMBO long-term postdoctoral fellowship (ALTF-930-2007).

http://www.embo.org/fellowships/autumn_07.html

 2005: Best published PhD research of the year 2004 in the Faculty of Life Sciences,

University of Manchester, UK. £1200 prize (see page 6 of document in url bellow,

section: Faculty Research Symposium).

http://documents.manchester.ac.uk/display.aspx?DocID=7475

 2001-2004: EPSRC studentship for PhD studies.

 2001-2004: CASE (AstraZeneca) studentship for PhD studies.

 2004:  Travel  funding  to  attend  the  Gordon  Conference  on  Molecular  Evolution.

Ventura,  CA,  USA.  Poster  presentation of  the article  published in  EMBO reports

(Amoutzias et al., 2004).

 Article in EMBO reports (Amoutzias et al., 2004) commented in: 

http://www.nature.com/embor/journal/v5/n4/full/7400129.html

http://www.nature.com/embor/journal/v5/n4/full/7400129.html
http://documents.manchester.ac.uk/display.aspx?DocID=7475
http://www.embo.org/fellowships/autumn_07.html
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TEACHING/SUPERVISION

Teaching experience

Since  2010,  teaching  duties  in  the Department  of  Biochemistry  and  Biotechnology,

University of Thessaly, include/d:

 2010  –  present:  Bioinformatics  -4th/8th semester,  core  undergraduate  course.

Responsible for the preparation and teaching of 11 X 2h lectures and 3X6h practical

courses.

 2013 – present: Informatics – 1st semester core undergraduate course. Teaching of

11 X 3h lectures and 4X6h practical courses.

 2013 – present: Introduction to Programming – 8th semester elective undergraduate

course. Responsible for the preparation and teaching of 6 X 3h lectures/practicals.

 2011 – 2017: Evolution – 7th semester core undergraduate course. Teaching of 2 X

3h lectures.

 2010 – present: Bioinformatics – 1st semester core MSc course in Molecular Biology

and Genetics Applications. Responsible for the preparation and teaching of 4 X 3h

lectures/practicals.

 2015  –  2019:  Toxicogenomics.  1st semester  core  MSc  course  in  Toxicology.

Teaching of 1 X 3h lectures and 3 X 4h practicals.

 2016: Genomics. 1st semester core MSc course in Bio-Enterprising. Teaching of a 3h

lecture in Genomics and Bioinformatics. Course took place in Athens.

 2015: Biological Databases. PEGA course on Life-long Learning. Teaching of 3 X 3h

lectures (2 lectures in Larisa, 1 lecture in Patra).

For  the  teaching  of  most  of  the  above  courses,  new  teaching  material  (powerpoint

presentations + practicals-manuals) had to be prepared by me. The courses that have been

tought for more than one year have been updated regularly.

I  was a lecturer  and trainer  in  a training school  of  three days on “Basic  bioinformatics

analysis for NGS data from small RNA libraries“, held in Thessaloniki, Greece during 13-15

April 2016, as part of the DIVAS (Deep Investigation on Viral Associated Sequences) COST
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action FA 1407. In addition, I prepared the IT infrastructure of 30 virtual linux machines and

their necessary bioinformatics software for NGS analysis in the Okeanos computer cloud.

As a result of the above training school, I was invited by Prof. Margit Laimer (who attended

the above school), at the Institute of Biotechnology, University of Natural Resources and

Life Sciences, BOKU, Vienna, Austria to give a series of Lectures/Practicals on Linux and

Microbial  Genomics,  within  the  Erasmus  Exchange  Programme.  I  visited  the  Institute

between  28  September  –  8  October  2016  and  gave  16  hours  of  Lectures/Practicals

(teaching material was prepared in English) that were attended by students and Faculty

members.

I  have  also  been  invited  and  given  lectures  (concerning  Bioinformatics,  Genomics  and

Proteomics)  in  MSc  courses  at  i)  the  Department  of  Medicine,  University  of  Ioannina,

Greece,  by  Prof.  Friligos  (since  2016),  ii)  at  the  Department  of  Molecular  Biology  and

Genetics, University of Thrace, for three different MSc courses (since 2017) by Assoc. Prof.

Glykos, Assoc. Prof. Galanis, Prof. Sandaltzopoulos, Prof. Chlichlia, Prof. Papageorgiou, iii)

at the Department of Medicine, University of Thessaly, by Prof. Simos and by Prof. Tsezou

for two different MSc courses (in 2018), and iv) at the Department of Ichthyology and Marine

Environment of University of Thessaly, by Prof. Exadactylos (2020 - 2022).

Supervision experience

During their undergraduate, MSc and PhD thesis, several students of the group who have

finished or are currently doing their theses in my Bioinformatics laboratory, have published

papers in peer-reviewed journals, some of them of high impact in their field, like Nucleic

Acids Research, Molecular Biology and Evolution, Gigascience, Viruses, Virology.

Supervised Undergraduate Theses that have been completed

 Vergou A. 2022. Core genome analysis of Salmonella strains.

 Banti E. 2022. Core genome analysis of the Staphylococcus genus with Bioinformatics

methods.

 Kapetanos  D.  2022.  Core  genome  analysis  of  E.coli strains  with  Bioinformatics
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methods.

 Fragkou  N.  2022.  Bionformatic  and  phylogenomic  analysis  of  the  core  genome

amongst members of the genus Streptomyces.

 Kalogianni G. 2022. Bioinformatics and Evolutionary Analysis of Glucose Carriers and

Their Relationship with Species Adaptability.

 Kostopoulos K. 2022. Evolutionary and Bioinformatic analysis of Bacillus cereus group

representatives.

 Sforou V. 2021. Evolutionary analysis of Adenoviruses using Bioinformatics methods.

 Bakoulas A. 2021. Evolutionary analysis of HPV16 using Bioinformatics methods.

 Bramis C. 2020. Evolutionary analysis of Coronaviruses using Bioinformatics Methods.

 Nikolaidis  M.  2019.  Development  of  a  Bioinformatics  tool  for  the identification and

evolutionary classification of the eukaryotic MFS superfamily of sugar transporters.

 Pateraki G. 2019. Prediction of N-glycosylation sites with machine learning methods.

 Mpachoumis G. 2019. BAC-TRECs: A Computational tool that detects recombination

events among bacterial genomes.

 Ntountoumi C. 2018. Bioinformatic analysis of Low Complexity Regions in prokaryotes.

 Flatoura V. 2018. Prediction of methylation sites in eukaryotic proteins with machine

learning algorithms.

 Diakogeorgiou A. 2018. Bioinformatic and evolutionary analysis of the Major Facilitator

Superfamily Sugar Transporters.

 Tsimpidis M. 2014. Genomic and evolutionary analysis of human Enteroviruses with

Bioinformatics methods.

 Chaliotis  A.  2012.  Detection  of  microbial  tRNA-synthetases  with  bioinformatics

methods.

Supervised Postgraduate Theses that have been completed:

 Makri S. 2022. Predicting post-translational modifications of proteins using machine

learning methods.

 Nikolaidis M. 2021.  Phylogenomic and comparative genomic analysis of the bacillus

evolutionary group B. altitudinis - B. pumilus - B. safensis with bioinformatic methods

 Spetsarias S. 2018. Development of a Bioinformatics protocol for genome analysis of

microbes  with  toxicological  and  forensic  interest,  using  Illumina  and  Pacific



8
Biosciences technologies

 Tsionos  G.  2018.  Prediction  of  phosphorylation  sites  in  rat  proteins  with  machine

learning methods.

 Chaliotis A. 2017. The complex evolutionary history of aminoacyl-tRNA synthetases.

 Tsimpidis M. 2016. T-RECs: Rapid and large-scale detection of recombination events

among different evolutionary lineages of viral genomes.

 Kyriakidou, P. 2016. Literature mining and bioinformatics analyses of publicly available

phosphoproteomics datasets.

 Tsouhlou P. 2015. Bioinformatics and evolutionary analysis of RNA-Sequencing data

from Bivalvia.

 Chalyvopoulou P. 2014. Bioinformatic analysis of microbial metagenomes from Next-

Generation Sequencing data.

 Sini  C.  2013.  Bioinformatics analysis of  Human Exome data from Next-Generation

Sequencing technologies.

 Doxara A. 2012. Bioinformatics analysis of Mitochondrial gene networks and related

diseases from Genomic and Systems Biology data.

PhD Theses

 Nikolaidis  M.  Ongoing,  since  Oct  2020.  I  am  supervisor. PhD  thesis  title:

Development  of  Bioinformatics  tools  and computational  analyses  for  comparative

genomics. During his thesis and his stay in the Bioinformatics Laboratory (since he

has been a first year undergraduate student), Mr Nikolaidis has already published 20

peer-reviewed  papers,  with  seven  of  them  as  first  author  (one  of  them  in  the

prestigious  journal  Molecular  Biology  and  Evolution)  and  has  developed  two

published computational tools. Mr Nikolaidis has been the recipient of a Bodossakis

MSc studentship and of a University of Thessaly PhD studentship (DEKA).

 Vlastaridis  P.  2020.  I  was  supervisor.  PhD  thesis  title:  Bioinformatics  Analysis,

Management  and  Organization  of  Biological  Data  related  to  Post-Translational

Regulation. During his thesis, Dr Vlastaridis published 6 peer-reviewed papers (two

of them in the prestigious journal Nucleic Acids Research), and participated in the

development of 5 computational tools.
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 I  have participated in the three-member advisory board of the PhD theses of Dr.

Gkoutzourelas,  Dr.  Daskou and I  am also  serving  in  the  three-member  advisory

board of the PhD candidate Mr. Aggelos Yfantis, from the Department of Medicine,

University of Thessaly, supervised by Prof. Simos.

Advisor/Examiner

Member of the examining committee that evaluated the PhD defence of:

 Dr. Ying He, University of Ghent, Belgium (Supervised by Prof. Yves Van de Peer).  

 Dr. Dimitrios Tsakogiannis,  Dept of Biochemistry and Biotechnology, University of

Thessaly, Greece. 2014.

 Dr. Eirini Rouether, Dept of Biochemistry and Biotechnology, University of Thessaly,

Greece. 2014

 Dr. Nikolaos Goutzourelas, Dept of Biochemistry and Biotechnology, University of

Thessaly, Greece. 2016

 Dr  Tilemaxos  Dimitriou,  Dept  of  Biochemistry  and  Biotechnology,  University  of

Thessaly, Greece. 2017.

 Dr.  Athina  Dimopoulou,  Dept  of  Biochemistry  and  Biotechnology,  University  of

Thessaly, Greece. 2017.

 Dr. Stella Tamana, Dept of Biological Sciences, University of Cyprus. 2018.

 Dr  Serafim  Chaidoutis,  Dept  of  Veterinary  Sciences,  Aristotle  University  of

Thessaloniki. 2019.

 Dr. Panagiota Lazou, School of Medicine, University of Ioaninna. 2021.

 Dr. Maria Daskou, Dept of Biochemistry and Biotechnology, University of Thessaly.

2021.

 Dr. Aikaterini Tatsaki. School of Medicine, University of Ioaninna. 2021.

https://www.didaktorika.gr/eadd/simple-search?query=%CE%91%CE%BC%CE%BF%CF

%85%CF%84%CE%B6%CE%B9%CE%B1%CF

%82&submit_search.x=0&submit_search.y=0
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ADMINISTRATION

Establishment of the Bioinformatics Research Laboratory.

I established unofficially the Bioinformatics research laboratory of the Dept of Biochemistry

and  Biotechnology  in  2010.  The  laboratory  obtained  legal  status  in  2015  (ΦΕΚ:

511/3.4.2015) with me as its Director since then.

In the Bioinformatics laboratory, undergraduate and postgraduate students learn to work

primarily with Linux and Perl. Other programming languages may also be used, depending

on the project and informatics expertise of the student, such as Python, Java, Javascript,

Visual Basic, SQL, PHP, Graph Databases, Matlab. Student projects vary from analyzing

large and diverse biological data (phylogenetics, phylogenomics, genomic recombination,

RNA-Seq, High-throughput phosphoproteomic data) to developing computational tools (viral

genotyping  and  recombination  tools,  protein  motif  detection,  databases,  prediction  of

phosphorylation sites with machine learning) or a combination of data analysis and software

development.

Other Departmental and extra-Departmental Administration duties

 In  charge of  the  three-member  committee that  supervised the electronic  election

procedure  for  the  position  of  the  Head  of  the  Department  of  Biochemistry  and

Biotechnology, University of Thessaly in 2022.

 Responsible for the Informatics Teaching Laboratory of the Department.

 Member of the advisory board of the MSc course of Molecular Diagnostics/Molecular

Biomarkers that is hosted by the Department.

 Member of the advisory board of the MSc course of Toxicology that is hosted by the

Department.

 Member of the Departmental committee that follows the progress of the PhD theses

of the Department of Biochemistry and Biotechnology.

 Member of the tri-partite committee who evaluated the application of Assoc. Prof.

Kyriakopoulou to join the Department of Biochemistry and Biotechnology, in 2020.

 Member  of  the  tri-partite  committee  who  prepared  the  evaluation  report  for  the
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election of Ioannis Iliopoulos, Assoc. Prof. of Molecular Biology and Bioinformatics, at

the School of Medicine, University of Crete, in 2020. I also served as one of the 11-

member committee who evaluated this application.

 Member  of  the  five-member  committee  for  the  evaluation  and  selection  of  a

Research Scientist (Level C) at the Department of Basic Biomedical Research of the

Alexander Fleming Research  Center, Athens, in 2020. 

 I served as one of the 11-member committee who evaluated the candidacies for the

position of Assistant Professor of Molecular Microbial Ecology and Genomics, at the

Dept. of Biochemistry and Biotechnology, University of Thessaly, in 2020.

 I served as one of the 11-member committee who evaluated the tenure application of

Dr Kolovos, Assist. Prof of Systems Biology, at the Dept. of Molecular Biology and

Genetics, University of Thrace, in 2022.

 I served as one of the 11-member committee who evaluated the candidacies for the

position  of  Assistant  Professor  of  Microbial  Biotechnology,  at  the  Dept.  of

Biochemistry and Biotechnology, University of Thessaly, in 2022.
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REVIEWER EXPERIENCE

 One hundred and fifty  three (153)  verified (in  Publons.com, now WebofScience)

reviews  for  56  peer-reviewed  international  journals,  including  prestigious

bioinformatics  journals  like  Nucleic  Acids  Research,  eLife,  Virus  Research,

Bioinformatics, Genome Biology and Evolution, PLOS Computational Biology, BMC

Biology. Reviews for journals that belong in the field of Microbiology include Virus

Evolution, Infection, Genetics and Evolution, Fungal Biology, Intervirology, Journal of

General  Virology,  Journal  of  Medical  Virology,  Pathogens,  Microorganisms,

Vaccines, Viruses, Virology. 

 Grant application reviewer (panel reviewer) for Qatar National Research Fund. 

 Grant  application  reviewer  for  the  Research  Foundation  -  Flanders  (Fonds

Wetenschappelijk Onderzoek -Vlaanderen, FWO).

 Grant application reviewer for National Science Center of Poland.

 Grant application reviewer for the General Secretariat of Research and Technology

(ΓΓΕΤ) and for ΕΛΙΔΕΚ.

 Reviewer for the Kalippos framework of open access online scientific books for the

Greek Academia.
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DISSEMINATION/OUTREACH/CONTRIBUTION TO SOCIETY

During the COVID19 pandemic,  I  collaborated with the Laboratory of  Epidemiology and

Hygiene, (Prof. Hadjichristodoulou), where I worked gratis to develop a machine learning

method based on Random Forests, in order to estimate the number of COVID19 cases from

measurements of communal wastewater, for the cities of Larisa and Volos, in Thessaly. Due

to  the  sensitive  nature  of  this  work,  I  gave  it  complete  priority  over  all  other  ongoing

research. This work was used for routine surveillance in Thessaly and was published in a

peer-reviewed journal (Publication No. 65; Koureas, Amoutzias et al., 2021). My work in

Coronavirus evolution (Publications No. 68–70) has also implications for the development of

the  next  generation  of  COVID-19  vaccines.  Especially  the  work  in  coronavirus

recombination  has  been  mentioned  in  an  article  of  a  world-renowned  expert  (Prof.

Haseltine) in Forbes Magazine:

https://www.forbes.com/sites/williamhaseltine/2022/04/01/coronaviruses-can-recombine-

with-cellular-and-heterologous-viruses-to-create-unexpected-variants/

I  organized  the  IT  infrastructure  of  the  DIVAS  COST  action  FA  1407  training  School

(mentioned in detail above in Teaching Section) and also provided lectures/practicals within

that framework.

I also visited the Laboratory of Prof. Margit Laimer at the University of Natural Resources

and Life Sciences (BOKU), Vienna, Austria within the Erasmus Exchange Programme and

provided consultation in matters of NGS analysis as well as a series of Lectures/practicals

on Linux and Genomics.

Conferences and invited talks

I have given the following oral presentations in Conferences and Academic Institutes within 

the last 7 years:

https://www.forbes.com/sites/williamhaseltine/2022/04/01/coronaviruses-can-recombine-with-cellular-and-heterologous-viruses-to-create-unexpected-variants/
https://www.forbes.com/sites/williamhaseltine/2022/04/01/coronaviruses-can-recombine-with-cellular-and-heterologous-viruses-to-create-unexpected-variants/
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 June 2022. Oral Presentation. The contribution of Genomics and Bioinformatics in

confronting hybrid bio-threats. In: 2nd Forum on Hybrid Threats, Cyber-security, and

Artificial  Intelligence,  Athens.  The  meeting  was  attended  by  high-ranking  Greek

Government Officials specializing in Cyber-Security and Cyber/Hybrid-threats.

https://fhtcsai2022.fainst.eu/

 November  2018.  Plenary  Lecture:  Post-translational  modifications  in  the  era  of

Proteomics and Bioinformatics. In Hellenic Society of Biochemistry and Molecular

Biology annual conference.

 August 2017. Oral presentation. Estimating the total number of phosphoproteins and

phosphorylation sites in eukaryotic proteomes. In the Gordon Research Conference,

Hong Kong.

 May  2017.  Oral  presentation.  T-RECs:  rapid  and  large-scale  detection  of

recombination  events  among  different  evolutionary  lineages  of  viral  genomes.  In

Hellenic Society of Virology conference.

 May 2017. Invited Talk. The properties of the eukaryotic phosphoproteome through

the bioinformatics lens. In Hellenic society of Biological Sciences annual conference.

 January 2017. Title: The phosphoproteome through the Bioinformatics prism. Dept of

Medicine, University of Ioannina, Greece. Invited talk by Prof. Friligos.

 November  2016.  Title:  The  complex  evolutionary  history  of  aminoacyl  tRNA

synthetases.  Oral  Presentation In Hellenic Society of  Biochemistry and Molecular

Biology annual conference.

 February  2016.  Title:  The  phosphoproteome  through  the  Bioinformatics  prism.

Demokritos Research Center, Athens, Greece. Invited talk by Dr. Stratikos.

 October 2015. Title: Phosphoproteomics, a critical view through the Bioinformatics

lens. Oral Presentation in CIBB 2015, Naples, Italy.

 May 2015. Title: The phosphoproteome through the bioinformatics prism: evaluation 

and properties. Dept. of Medicine, University of Patra. Invited talk by Prof. 

Stathopoulos.
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RESEARCH

Keywords

Bioinformatics,  Prokaryotes,  Viruses,  Evolution,  Gene Regulation,  Transcription  Factors,

Phosphorylation,  Molecular  Networks,  Secondary  Metabolism,  Genomics,  Proteomics,

Phylogenetics, Data Integration, Text Mining.

Research interests

During my PhD and other research posts, I focused on the integration of data from genomic,

various functional ‘omic’ sources, and from literature. This data integration, combined with

statistical, phylogenetic and domain architecture analyses gave insight about the properties,

functions and evolution of molecular networks, especially at the level of post-translational

regulation. Specifically, the work on dimerizing TFs provided for the first time a detailed and

yet  simple  model  for  convergent  evolution  of  protein  interaction  networks.  Moreover,  it

generated  new hypotheses  about  dimerization  patterns  in  oncogenic  TFs,  that  may be

targeted  and  exploited  therapeutically  in  the  future.  Peer-reviewed  papers  that  were

published from this line of research include publications No. 2-9, 11, 12, 14. Publication No.

14  has  been  cited  by  a  Patent  from  Prof.  Richard  Young  at  the  Whitehead  Institute,

concerning methods of altering gene expression by perturbing transcription factor multimers

that structure regulatory loops.

During my postdoctoral positions at the University of Ghent, Belgium, at the University of

Cambridge,  UK  and  as  a  faculty  member  at  the  Department  of  Biochemistry  and

Biotechnology, University of Thessaly, I  worked on the evolution and properties of post-

translational modifications in model eukaryotes, like the yeast S. cerevisiae. My team have

been integrating high-throughput MS/MS proteomic with genomic and functional genomic

data.  Published and ongoing work has demonstrated the global  properties of  the yeast

phosphoproteome, the intricacies of its evolution and also that post-translational regulation
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affects the evolution of the genome, specifically by affecting the survival rate of duplicated

genes.  Peer-reviewed  papers  that  were  published  from  this  line  of  research  include

publications No. 18, 21, 30, 36, 38, 76.

Another current major research theme is virus evolution and recombination, particularly in

Enteroviruses,  Noroviruses,  HPV16,  and  lately  Coronaviruses,  where  data  have  been

analysed and computational tools have been developed. Peer-reviewed papers that were

published from this line of research include publications No. 23-29, 31, 34, 35, 39-41, 45-47,

50, 55, 59, 65-70, 75.

Also, evolution of certain bacteria (phylogenomics, core genome analysis) and evolution of

bacterial protein families that are important for the primary and secondary metabolism are

another major research theme. Peer-reviewed papers that were published from this line of

research include publications No. 10, 16, 17, 32, 37, 43, 44, 48, 52, 54, 57, 58, 60-63, 71,

72, 74.

Accepted Research Proposals.

 2014 - 2015: Aristeia II national research framework for the Filtering, Annotation and

Bioinformatics  analyses  of  high-throughput  Phosphoproteomic  data  (FAB-Phos).

Budget: €200,000. Principal Investigator: Dr. Amoutzias.

 2011 – 2012: Processing and analysis of human genomic and phosphoproteomic

data. Funded by the  Research Committee of  the University  of  Thessaly.  Budget:

€3,330. Principal Investigator: Dr. Amoutzias.

 2008 – 2010: EMBO long-term postdoctoral fellowship (ALTF-930-2007).

As a member of my research group, Mr Nikolaidis has been the recipient of a Bodossakis

studentship and of a University of Thessaly PhD studentship (DEKA). 

Development of computational tools

My group has developed and made publicly available the following computational tools:
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A webserver for the detection and functional annotation of prokaryotic tRNA-synthetases
http://bioinf.bio.uth.gr/aars/#/upload
Published in Nucleic Acids Research in 2017 (Chaliotis et al., 2017)

A database of prokaryotic tRNA-synthetases
http://bioinf.bio.uth.gr/aars/#/searchall
Published in Nucleic Acids Research in 2017 (Chaliotis et al., 2017)

A software (T-RECs) that identifies recombination events in viral genomes
http://bioinf.bio.uth.gr/t-recs.html
Published in BMC Bioinformatics in 2017 (Tsimpidis et al., 2017)

A webserver (NAT/NCS2 hound) for the detection and functional/evolutionary classification 
of prokaryotic and eukaryotic NAT/NCS2 nucleobase transporters.
http://bioinf.bio.uth.gr/nat-ncs2/#/
Published in Gigascience in 2018 (Chaliotis et al., 2018)

A Neural Network webserver for the detection and functional prediction of prokaryotic low 
complexity regions
http://bioinf.bio.uth.gr/lcr/#/
Published in Nucleic Acids Research (Ntountoumi et al., 2019)

A Python program that performs analysis of core proteomes.
Published in Diversity in 2020 (Nikolaidis et al., 2020).

A python program that performs risk-assessment, lineage genotyping and recombination 
detection in HPV16 sequences.
http://bioinf.bio.uth.gr/hpv16-genotyper.html
Published in Diversity in 2021 (Nikolaidis et al., 2021).

A Neural Network webserver for the prediction of phosphorylation and methylation sites in 
eukaryotic proteins
http://bioinf.bio.uth.gr/meth-phos-prometheus/#/
Manuscript in preparation (Ntountoumi, Vlastaridis et al.,)

A database of human and yeast phosphorylation sites
http://bioinf.bio.uth.gr/phospho-prometheus-db/#/
Manuscript in preparation (Vlastaridis et al.,)

http://bioinf.bio.uth.gr/phospho-prometheus-db/#/
http://bioinf.bio.uth.gr/meth-phos-prometheus/#/
http://bioinf.bio.uth.gr/hpv16-genotyper.html
http://bioinf.bio.uth.gr/lcr/#/
http://bioinf.bio.uth.gr/nat-ncs2/#/
http://bioinf.bio.uth.gr/t-recs.html
http://bioinf.bio.uth.gr/aars/#/searchall
http://bioinf.bio.uth.gr/aars/#/upload
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Publications of Dr. Grigorios D. Amoutzias

I  have  co-authored  79  peer-reviewed  papers  (15  as  first  author,  16  as  corresponding

author), 3 book chapters in the field of Bioinformatics  and also translated (in Greek) four

book chapters of University student text-books, on Bioinformatics, Genomics, Proteomics

and Systems Biology. All my work is purely computational. According to Google Scholar

(search on 26-04-2023), my work has been cited 3334 times and has an H-index of 28 and

i10 index of 51. According to Scopus (search on 26-04-2023), my work has been cited 2268

times (2175 times, excluding self-citations of selected author; 1846 times, excluding self-

citations of all authors) and has an H-index of 23. The cumulative five-year impact factor

(based on Web of Science, for the year 2021) is 519.
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ISI I.F. 
2021

79
7/7 
Corr.

Researc
h

Microbial Genomics 2023 0 7.1

78 13/14
Researc
h

Foods 2023 0 5.9
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Applied Sciences 2022 0 2.9
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Microorganisms 2022 2 5.1
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Review 
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Viruses 2022 20 5.8
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Επιστημονική επιμέλεια της μετάφρασης του κεφαλαίου.

3) Αμούτζιας Γρ., Ηλιόπουλος Ι. Κεφάλαιο 5 Προηγμένα προγράμματα αναζήτησης σε 

βάσεις δεδομένων. Βιοπληροφορική και Λειτουργική Γονιδιωματική, 3η έκδοση, Pevsner J. 

Επιστημονική επιμέλεια της μετάφρασης του κεφαλαίου.
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1 +2) Παπασιδέρη Ι, Αμούτζιας Γρ. Γονιδιωματική, Πρωτεομική, Βιολογία Συστημάτων. 

Κεφάλαιο 5 Φοιτητικού συγγράμματος «Το Κύτταρο-Μια Μοριακή προσέγγιση”. 

Επιστημονική επιμέλεια της μετάφρασης του κεφαλαίου για την 2η και 3η ελληνική έκδοση.
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